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Nghién ciru dic diém phan tlr motif EPIYA gene cagA cda vi khuan

Helicobacter pylori & bénh nhan bénh ly da day — ta trang
Ha Thi Minh Thi, Huynh Vii Viét Khénh, Nguyén Thi Mai Ngén,
Trén Vidn Huy, Bdng Céng Thudn
Trwdng Pai hoc Y - Dwoc, Pai hoc Hué

Tém tat

Dat van dé: Cac motif EPIYA gene cagA cla H. pylori déng vai trd quan trong trong bénh ly da day — ta
trang. Dé tai nham cac muc tiéu: (1) Xac dinh dic diém gene cagA theo motif EPIYA clia cac chling H. pylori
trén mau mo sinh thiét & cac bénh nhan bénh ly da day — ta trang. (2) Khao sat mai lién quan gilra motif EPIYA
cla gene cagA va cac bénh ly da day — ta trang. P6i twong va phwong phap: Tién hanh nghién ctru trén 89
bénh nhan bénh ly da day — ta trang cé nhiém H. pylori mang gene cagA. Cac motif EPIYA cla gene cagA dugc
xac dinh bang kj thuat PCR. K&t qua: Phan I&n cac chlng H. pylori cagA (+) c6 motif EPIYA type Péng A, chiém
89,9%; type Phuong Tay chi chiém 10,1%. Cé hai chiing Bong A hiém gip 1a -ABDBD va -AABD. Nhém loét ta
trang c6 80% type Dong A va 20% type Phuong Tay, trong khi & nhédm ung thu da day cd ty |é type Dong A lén
dén 95,8% va type Phuwong Tay chi chiém 4,2%. K&t ludn: Motif EPIYA cla céc chung H. pylori cagA (+) kha da
dang, v&i type Pong A chiém da s6, cé hai chiing hi€ém gip 13 -AABD va -ABDBD. Chiing H. pylori type Bong A
chi€ém ty & cao nhat trong nhdm ung thu da day va thap nhat trong nhom loét t4 trang.

T khoa: Helicobacter pylori, gene cagA, motif EPIYA, bénh ly da day —td trang.

Abstract
Molecular characteristics of cagA gene EPIYA motifs of Helicobacter

pylori among patients with gastroduodenal diseases
Ha Thi Minh Thi, Huynh Vu Viet Khanh, Nguyen Thi Mai Ngan,
Tran Van Huy, Dang Cong Thuan
Hue University of Medicine and Pharmacy, Hue University

Background: cagA gene EPIYA motifs of H. pylori play an important role in the pathogenesis of
gastroduodenal disease. This study is aimed at (1) Identify patterns of cagA gene EPIYA motifs of H. pyloristrains
from gastric biopsy specimens; (2) Investigate the association between cagA gene EPIYA motifs and
gastroduodenal diseases. Patients and methods: Eighty-nine gastroduodenal disease patients infected with
cagA-positive H. pylori were enrolled in this study. The patterns of cagA gene EPIYA motifs were determined
by PCR. Result: cagA-positive H. pylori strains with East Asian-type EPIYA motif were predominant (89.9%),
whereas strains with Western-type EPIYA motif accounted for only 10.1%. There were two strains with rare
East Asian-type EPIYA, as -ABDBD and -AABD. In the duodenal ulcer group, the prevalence of East Asian-type
and Western-type EPIYA motifs were 80% and 20%, respectively. Meanwhile, East Asian-type and Western-
type EPIYA motifs accounted for 95.8% and 4.2%, respectively in the gastric cancer group. Conclusion: cagA
gene EPIYA motifs of cagA-positive H. pylori were quite diverse with the predominance of East Asian-type
EPIYA motif. There were two rare motifs as -ABDBD and -AABD. The frequency of strains with East Asian-type
EPIYA motif was highest in the gastric cancer group, whereas it was lowest in the duodenal ulcer group.

Key words: Helicobacter pylori, cagA gene, EPIYA motif, gastroduodenal diseases.

1. DAT VAN DE viém da day, loét da day, loét ta trang, réi loan kho

Hién nay, khoang 50% dan s6 trén thé gigi nhiém tiéu chirc nang (functional dyspepsia), va dac biét
Helicobacter pylori. Viét Nam ndm trong khu vuc tlr ndm 1994 Co quan nghién cru ung thu quéc té
nhiém vi khuan nay véi tan suat cao [9]. Nhiém H.  (IARC) xem H. pylori 1a tac nhan gay ung thu da day
pylori gy nén nhiéu bénh ly da day — ta trang nhu nhom | [11].
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Protein CagA (cytotoxin associated gene A) la
mot yéu td tiét dién hinh cé tinh gay doc truc tiép
va tao thuwong tén trén niém mac da day ta trang.
Protein nay duoc ma hda bdi gene cagA khu tru tai
mot dau cla tiéu ddo sinh bénh cag (cag-PAl: cag
pathogenicity island). Tiéu dao cag-PAl ch(ra nhiéu
gene ma hda cho hé théng tiét type IV, thdng qua
dé CagA duoc chuyén vj vao té& bao vat chl. Noi day,
dién ra qua trinh phosphoryl héa trén cac géc tyro-
sine dac hiéu trong cac motif EPIYA (Glu-Pro-lle-Tyr-
Ala) I3p lai tai d3u C tan clha protein. Tir d6, gdy nén
céc bién d6i chi phdi hoat tinh sinh hoc clia CagA cé
lién quan dén kha nang sinh bénh cua H. pylori. Dya
trén motif EPIYA cac chlng H. pylori dugc chia thanh
hai type, type Phuong Tay gobm EPIYA-A, va -B, tiép
theo sau la mét hodc nhiéu EPIYA-C, trong khi dé
type Pong A gdbm cac EPIYA-A, -B va D. Cac chlng
H. pylori thudc type Dong A duoc xem 1a cé nguy co
cao gay nén loét va ung thw da day [7]. Tuy nhién,
trong cdc chlng type Phuong Tay thi s6 1an I13p lai
cla motif EPIYA-C cling dwoc xem 13 yéu té nguy co
quan trong gay ung thu da day [16].

Vi vdy, ching t6i tién hanh nghién clru dé tai nay
dé gép phan lam sdng t6 cac yéu t6 bénh sinh lién
quan dic diém hé gene cla vi khuan, cling nhuw nhan
dang nhitng quan thé nguy co cao dé cé bién phép
theo doi va dy phong, vdi hai muc tiéu nghién clru
cu thé 1a: Xdc dinh ddc diém gene cagA theo motif
EPIYA cla cdc ching Helicobacter pylori trén mdu
m@ sinh thiét & cdc bénh nhén bénh ly da day — td
trang; Khéo sat méi lién quan giita motif EPIYA cla
gene cagA va cdc bénh ly da day — ta trang.

2.POI TUQONG VA PHUONG PHAP NGHIEN CU'U

2.1. Bai twong nghién ciru

89 bénh nhan bénh ly da day — ta trang cé nhiém
H. pylori mang gene cagA duoc ndi soi chan doan tai
Trung tam Tiéu hda — NGi soi, Bénh vién trwong Dai
hoc Y Duoc Hué trong thoi gian tir thang 6/2019 dén
théang 8/2020. Tiéu chudn chon bénh nhu sau:

- Bénh nhan cd triéu chirng |1am sang goi y bénh
ly da day — ta trang nhu day bung, khé tiéu, dau,
néng rat vung thugng vi, budn nén, non...

- K&t qua ndi soi chan doan bénh Iy da day ta
trang, gdm: viém da day, loét da day, loét ta trang
va ung thu da day. D&i véi bénh nhan cé thuong tén
nghi ngd ung thu da day, cé k&t qua chan dodn xac
dinh cha xét nghiém mé bénh hoc.
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- Puoc chan doan xac dinh nhiém H. pylori cé
mang gene cagA.

2.2. Phuwong phap nghién ctru

Buwdrc 1: Chon mdu tai Trung tém Tiéu héa — Noi
soi, bénh vién Trwdng Pai hoc Y Duroc Hué

Chon mau ngiu nhién thuan tién.

M&i bénh nhan duwoc ndi soi va sinh thiét niém
mac da day. M3u sinh thiét dwoc thye hién xét ng-
hiém nhanh urease tai phong Noi soi, néu duong
tinh thi cho miu vao 6ng chtra dung dich TE roi
chuyé&n dén B6 mon Di truyén Y hoc, trudéng Dai hoc
Y Dugc Hué dé thuc hién cac xét nghiém sinh hoc
phan tir.

Buwdrc 2: Tdch chiét DNA tir mGu mé sinh thiét

- MAu m6 sinh thiét dwoc nghién nhé trong dung
dich TE, sau d6 tach DNA bang bo sinh pham Wizard
Genomic DNA Purification (Promega) theo protocol
chuéan.

- Dung dich DNA sau khi tach chiét dugc do ndng
d6 va danh gia do tinh sach bang may NanoDrop, roi
Iwu trit & -20°C cho dén khi phan tich.

Buwdc 3: Xdc dinh cdc chung H. pylori c6 cagA
duwong tinh bdng ky thudt PCR

Cap mdi dac hiéu gene cagA duoc thiét k& bdi
Chattopadhyay [5] v@i trinh tu nhu sau:

cag-F: 5’- GTTGATAACGCTGTCGCTTC-3’

cag-R: 5’- GGGTTGTATGATATTTTCCATAA-3’

Thanh phan phan (ng bao gbm 12,5 pl GoTaq
Green MasterMix (Promega), 3 pl méi moi (10 pl/
pmol), 3 pl DNA (100 ng/pl), 3,5 pl nwdc cat da khir
nuclease.

Diéu kién luan nhiét: Bién tinh ban dau: 95°C
trong 5 phut; 30 chu ky, mdi chu ky gém: giai doan
bién tinh 95°C trong 40 giay, gdn moi 56°C trong 30
gidy, kéo dai mdi 72°C trong 50 gidy; kéo dai cudi
cung 72°C trong 10 phut.

Doc két qua: San pham PCR thu duogc s& duoc
kiém tra bang dién di trén gel agarose 1% & dién thé
80 V trong 1 gi®, cé kém thang chuin 100 bp. Xem
hinh anh dién di dudi dén cuc tim. Kich thudc san
pham 13 350 bp.

Budrc 4: Xdc dinh cdc motif EPIYA béng ki thudt
PCR

Cac phan &rng PCR x4c dinh motif EPIYA déu dung
chung moi xudi, cé thé 1a cag28F hodc cag2 tuy tirng
mau do tinh da dang clia gene cagA, cdc mdi nguoc
déc hiéu cho tirng motif EPIYA. Cac trinh ty mdi
duwoc trinh bay trong Bang 1 [1], [17].
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Bang 1. Trinh tu mdi trong phan &ng PCR xac dinh cidc motif EPIYA

Motif can xac dinh Tén mboi Trinh ty (5’-->3’)
Mbi XU cag28F TTCTCAAAGGAGCAATTGGC

cag2 GGAACCCTAGTCGGTAATG
M®oi nguoc EPIYA-A cagA-P1C GTCCTGCTTTCTTTTTATTAACTTKAGC
M®&i nguoc EPIYA-B cagA-P2TA TTTAGCAACTTGAGTATAAATGGG
M®éi ngugc EPIYA-C cagAWest TTTCAAAGGGAAAGGTCCGCC
M®&i nguoc EPIYA-D cagAEast AGAGGGAAGCCTGCTTGATT

- biéu kién luan nhiét: Bién tinh ban d4au: 94°C trong 5 phut; 35 chu ky, m&i chu ky gom: giai doan bién
tinh 95°C trong 1 phut, gdn moi 50°C trong 30 gidy, kéo dai mdi 72°C trong 1 phut; kéo dai cudi cling 72°C
trong 10 phut.

- Doc k&t qua: San pham PCR duoc kiém tra bang dién di trén gel agarose 1% & dién thé 80 V trong 2 gid,
c6 kém thang chudn 100 bp. Xem hinh anh dién di dwdi dén cuc tim. Kich thudc sdn phdm dé xac dinh EPI-
YA-A, EPIYA-B, EPIYA-C va EPIYA-D v&i moi xudi cag28F lan luot 1a 264 bp, 306 bp, 501 bp va 495 bp. Cac sdn
pham s&r dung moi xudi cag2 cho ra cac san pham tuong tw vdi kich thwde ngan hon 99 bp.

3. KET QUA NGHIEN cUU

3.1. Pic diém chung ctia nhém nghién ciru

Bang 2. Phan b6 nhém nghién cru theo tudi, gidi va cac bénh Iy da day — t4 trang clia nhém bénh nhan
nhiém H. pylori cé cagA duong tinh

Dic diém S8 lugng Ty 18 %
Tuéi
Dudi 40 tudi 29 32,6
Tir 40 tudi trd 1én 60 67,4
Gidi
Nam 45 50,6
N 44 49,4
Bénh ly da day — ta trang
Ung thu da day 24 27,0
Viém da day 40 44,9
Loét da day 10 11,2
Loét ta trang 15 16,9
Téng 89 100,0

Nhan xét: Trong s6 cac bénh nhan thudc nhdm nghién ctru, nhém duéi 40 tudi chi chiém 32,6%; khong cé
sy chénh |&ch vé gidi tinh. Bénh Iy chiém ty & cao nhat (gdn mot nira) 1a viém da day, dirng hang th hai 1a
ung thu da day chiém 27%, con lai la loét da day va loét té trang.

3.2. Pac diém motif EPIYA gene cagA cla cac chGing Helicobacter pylori

Bang 3. Ty |é cdc motif EPIYA gene cagA cua cac chlng Helicobacter pylori

Motif cagA-EPIYA SO lwgng Tylé%
Type Phuong Tay (ABC) 9 10,1
Type Déng A 80 89,9
(ABD) (79) (87,6)
(AABD) (1) (1,1)
(ABDBD) (1) (1,1)
Tong 89 100,0

Nhan xét: Trong s6 cac chlng H. pylori c6 cagA duong tinh, motif EPIYA thudc type Phuong Tay chiém ty
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1& 10,1%, con lai 89,9% |a type Dong A. Pic biét cé hai chling cé 13p lai clia cac EPIYA, gom 1 chiing c6 l&p lai

EPIYA-A va 1 chlng cé |dp lai cd EPIYA-B va -D.

[ EPIYA-A 10 EPIYA-B

1 [ EPIYA-C 10 EPIYA-D 1

M 187 229 230 231232 235 187 229 230231 232 235 M 187 229230 231232235 187 229 230 231 232 235

Hinh 1. Hinh &nh dién di san phdm PCR xdac dinh
motif EPIYA-ABC va EPIYA-ABD (S dung moi xudi cag?)

M: thang chuan 100bp
Cot 187, 229, 231, 232, 235: EPIYA-ABD.
Cot 230: EPIYA-ABC

3.3. Mai lién quan cGia cdc motif EPIYA véi cac bénh ly da day — ta trang
Bang 4. Phan b6 cla cac motif cagA-EPIYA cla H. pylori theo céc dac diém cla nhém nghién ciru

e Type Phuong Tay Type Pong A
Pac diém ” T ” A
SO lwong Tylé% SO lwong Tylé%
Tuébi
<40 (n=29) 3 10,3 26 89,7
>= 40 (n=60) 6 10,0 54 90,0
Gidi
Nam (n=45) 5 11,1 40 88,9
Nt (n=44) 4 9,1 40 90,9
Bénh ly
UTDD (n=24) 1 4,2 23 95,8
VDD (n=40) 4 10,0 36 90,0
LDD (n=10) 1 10,0 9 90,0
LTT (n=15) 3 20,0 12 80,0
Tong 9 10,1 80 89,9

Nhan xét: Khdng cé su khac biét vé phan bd cla hai type EPIYA (Phwong Tay va Dong A) trong cac nhém
tudi, gidi. Ty 1& type Phuong Tay trong nhom loét t trang 1én dén 20%, trong khi & cac nhdm ung thu da day,
viém da day va loét da day chi [an luot 4,2%, 10% va 10%.

4. BAN LUAN

Chung t6i thyc hién nghién clru trén 89 bénh
nhan bénh ly da day — td trang dwoc ndi soi chan
doan tai Trung tam Tiéu hda — NGi soi, Bénh vién
Trwdng Pai hoc Y Dwoc Hué. Két qud Bang 2 cho
thay phan I&n bénh nhan tir 40 tudi trd 1én, khdng
6 sy khac biét vé ty 1& gidi tinh. Ty 1& cidc bénh Iy da
day — ta trang dugc chon vao trong nghién clru nay

la 27% ung thu da day, 44,9% viém da day, 11,2%
loét da day va 16,9% loét ta trang.

4.1. Pac diém motif EPIYA gene cagA clia cac
chiling Helicobacter pylori

Protein CagA sau khi vao t& bao vat chd théng
qua hé théng tiét type IV s& duwoc phosphoryl hod
tai vung EPIYA & dau carboxyl tin clng, tir d6 gy ra
nhirng hoat tinh sinh hoc clia CagA, gép phan vao co
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ché& sinh bénh hoc cla H. pylori. Nhiéu nghién ctru
d3 cho thay su phan bd cac motif EPIYA gene cagA
thay d&i theo khu vuc dia ly cla céc chling H. pylori,
cu thé tai cac nuwdc chau A chiém phan 1én 13 cac
chiing H. pylori cé EPIYA type Péng A (chira EPIYA A,
-B, va -D), trong khi H. pylori type Phwong Tay (chira
EPIYA-A, -B va -C) chu y&u xuat hién & cic nudc chau
Au, My, chau Phi va Tay A.

Chuing t6i da st dung ki thuat PCR véi cac cap
moi dac hiéu cho tirng loai motif EPIYA d3 duoc
chuan héa bdi cac tac gid Argent va Schmidt [1], [17].
Hinh 1 cho thay cac bang san pham PCR rd rang, cho
phép xac dinh cac motif EPIYA. K&t qua trinh bay &
Bang 3 cho thay, trong s& 89 bénh nhan nhiém H.
pylori mang gene cagA, hau hét 1a cac ching H. py-
lori cé motif EPIYA thudc type Pong A chiém 89,9%
(80/89), cac chiing H. pylori type phuong Tay chiém
ty & rat thap, chi 10,1%. K&t qua nay twong dong véi
mot nghién cru khac cling thyc hién & mién Trung
cUa Phan Trung Nam ndm 2017, cho thay chdng H.
pylori type Dong A chiém da s6 89,2% (66/74), va
type phuong Tay chi chiém 10,8% (8/74) [15]. Diéu
nay cho thay cac motif Phuong Tay va Pong A cla
cac ching H. pylori tai khu vuc mién Trung chua cé
sy thay d6i vé s phan b6 theo thoi gian. Tuy nhién,
trong s 8 chiing type Phuong Tay cla tac gid Phan
Trung Nam cé 1 chdng co lap lai EPIYA-C (EPIYA-AB-
CC), trong khi ca 9 ching Phuong Tay cla ching toi
déu |a EPIYA-ABC, khoéng c6 chliing nao mang -C 1ap
lai. Theo nhiéu nghién ctru trén thé gidi, cac chdng
type Phuwong Tay cé EPIYA-C lap lai sé cé doc tinh
cao hon so vai cac chang khéng 13p lai [3]. Nghién
clru cla Uchida trén 103 bénh nhan tir H3 N&i va
Hb6 Chi Minh cling cho két qua tuong tu ching t6i,
véi sy wu thé & chling H. pylori type Dong A 95,9%
(94/98), ching H. pylori type Phuong Tay chi chiém
4,1% (4/98) trén cac bénh nhan bénh ly da day ta
trang nhiém H. pylori cagA (+) [19].

Cac nghién cltu & cac nwéce chau A khéc cling cho
thay sy wu thé clia chling H. pylori type Pong A. Ng-
hién cru cla Matsunari va cdng su tai Nhat Ban trén
291 bénh nhan nhiém H. pylori cagA (+) cho thay
ty & H. pylori type Dong A |3 81,1% (236/291), type
Phuong Tay la 18,9% (55/291) [13]. Nghién clru cua
Chen tai Trung Qudc trén 153 bénh nhan nhiém H.
pylori cagA (+), type Pong A chiém ty 1& 98% va type
Phuong Tay chiém 2% [6]. Tuy nhién, nghién clru &
Cambodia (2011), mét nwdc trong khu vuc Bong
Nam A va gidp ranh véi Viét Nam, lai cho thay chling
H. pylori type Phuong Tay chiém dén 59% (36/61)
[4].

Cac chlng H. pylori type phuong Tay xuat hién
phan 1&n trong cdc nghién ciru & cdc nuwdc chau
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Au, chau My, chau Phi va Tay A. Cac nghién clru cla
tac gia Beltran-Anaya & Mexico, Basso & Y, Panayo-
topoulou & Hy Lap, Shokrzadeh & Iran déu khéng
tim thay chdng H. pylori cagA (+) nao cé mang doan
EPIYA-D trong cac bénh nhan bénh ly da day ta trang
[2], [3], [14], [18].

Trong nghién cru cdia ching téi ¢ hai ching type
Dong A hiém gap, 1 chling cd |3p lai -A (EPIYA-AABD)
va 1 chdng lap lai -BD (EPIYA-ABDBD) (Bang 2). Cac
nghién ctu khac & Viét Nam nhu cda Phan Trung
Nam va Uchida déu khong phét hién cac type Doéng
A c6 13p lai nay. Cac chiing Bong A cé |3p lai cac EPI-
YA-A, -B, -D kha hiém gdp nhung lai khd da dang,
nhu nghién ciru clia Matsunari c6 cdc chdng lap lai
-AB, -AD, hodc -B, khdng c6 ching nao lap lai -A hoadc
-BD nhu nghién ctru clia chung t6i [13]. Trong khi do,
nghién ctru cla Chen cé céng bd 2 chlng type Déng
A 6 14p lai -BD nhung khéng cé chiing nao l3p lai
-A [6]. Nghién cru cla Jones & Han Quéc trén 208
chiing H. pylori type Dong A thi phat hién cé 8 chiing
6 lap lai, trong d6 cé cac chang ldp lai -A nhu cla
ching t6i [10].

Nghién ctru clia ching téi gép phan cho thay sy
da dang vé motif EPIYA gene cagA cla cac ching H.
pylori tai Viét Nam, diéu nay cé thé giai thich mot
phan do sy giao lwu cla ngudi dan gilra cac qudc gia
& cac khu vuce dia ly khac nhau, déc biét nwdc ta con
gidp ranh va giao luvu mat thiét véi Cambodia, noi
co ty 1é chang H. pylori type Phwong Tay cao hon H.
pylori type Bong A [4].

4.2. Méi lién quan cta cac motif EPIYA v&i cac
bénh ly da day — ta trang

Sy xudt hién cta cdc doan motif EPIYA gene
cagA khac nhau vdi s6 lwong khac nhau trén dau
carboxyl tdn cung cla protein CagA dnh hudng |én
kich thuéc, sy da hinh va chirc ndng cla protein nay,
tlr d6 gép phan vao doc luc cla vi khudn H. pylori.
Vi vdy, méi lién quan gitra cdc motif cagA-EPIYA va
bénh Iy da day ta trang |a mdi quan tdm cla nhiéu
nghién clru gan day.

Két qud & Bang 4 cho thay chlng H. pylori type
Dong A chiém ty 1& cao nhat & nhém ung thu da day
(95,8%), dirng hang th hai la & cdc nhdm viém da
day va loét da day (d8u chi€ém 90%) va thap nhat
la & nhédm loét ta trang (chi chiém 80%). Nguwoc lai,
type Phuong Tay chiém dén 20% trong nhom loét ta
trang, nhung chi chiém 4,2% trong nhdm ung thu
da day.

M6t phan tich téng hop cua tac gid Li va cdng
sy vao ndm 2017 dua trén 8 nghién clru vé mai lién
quan gitra cac EPIYA-C va EPIYA-D vdi nguy co loét
da day - ta trang va ung thu da day, k&t qua da chi
ra chdng H. pylori cagA (+) chira mot doan EPIYA-D



lam tdng nguy co ung thu da day & ngudi chau A cao
gap 1,91 [an so vdi H. pylori cagA (+) chira mot doan
EPIYA-C (khodng tin cy 95% = 1,19-3,07) [12]. Trudc
do, Higashi va cdng su cling da nghién ciru thay
doan EPIYA-D c¢6 ai luc véi SHP-2 hon doan EPIYA-C
do su khac nhau cha cdc amino acid & vi tri pY+5
(pY: phosphotyrosine). Do d6, H. pylori ching Béng
A c6 hoat dong sinh hoc manh hon ching H. pylori
type Phuwong Tay, gay ra cac bénh ly da day —ta trang
ndng né hon [8]. Su xuat hién phd bién cla ching H.
pylori cagA (+) chira EPIYA-D trong cac bénh nhan da
day — ta trang trong nghién ctru cla chung tdi cling
nhu cla céc tic gia khac & Viét Nam phan nao giai
thich duoc ty I8 méac ung thu da day & Viét Nam cao
hon cac nudc phuong Tay.

Trong nghién clru cha chung téi cé hai bénh
nhan nhiém H. pylori type Pong A d3c biét la ABDBD
va -AABD. C3 hai bénh nhan nay déu thuéc nhém
viém da day. Nghién cru clia Jones & Han Qudc trén
208 chiing H. pylori type Péng A, c6 8 chliing mang
EPIYA type Phuwong Tay hiém |3 -AABD, -BD, -BBD,
-ABAB*D va -AB*D (dau hoa thj biéu hién cho mét
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dot bién trén motif EPIYA-B). Diéu thd vi la 7 trong
s6 8 chung trén déu xuat hién & bénh nhan viém da
day [10]. Nhitng k&t qua nghién clru nay phan nao
cho thay sy da dang clia motif EPIYA trén gene cagA
cla cdc chlng H. pylori cé lién quan dén déc luc cla
chdng vi khuéan.

5. KET LUAN

Qua nghién ctru motif EPIYA trén 89 bénh nhan
bénh Iy da day — ta trang cé nhiém Helicobacter py-
lori mang gene cagA chiing téi cé két ludn nhu sau:

5.1. Motif EPIYA gene cagA cua cac chdng Heli-
cobacter pylori trong nghién cru cla ching toi kha
da dang, v&i type Dong A chiém da s6 (89,9%), dic
biét c6 cac chdng hiEm mang doan I3p lai |3 -AABD
va -ABDBD; type Phuong Tay chi€ém 10,1%.

5.2. Chlng Helicobacter pyloritype Déng A chiém
ty 1& cao nhat & nhdm ung thu da day (95,8%), dirng
hang th( hai la & cac nhom viém da day va loét da
day (déu chi€ém 90%) va thap nhat la & nhom loét td
trang (chi chiém 80%).
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