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Toéom tat

Pit van dé va muc tiéu: H. pylori 1a tic nhan s6 mot gy ung thu da day (UTDD). Vai trd cia gene
cagA va céc kiéu gene vacA trong ung thu da day 1a dang con tranh cai. Dé tai nhim cac muc tiéu sau:
(1) Xac dinh ty 18 nhiém H. pylori, gene cagA, cac kiéu gene vacA ¢ bénh nhan UTDD. (2) Danh gia
mdi lién quan giira gene cagA, cac kiéu gene vacA voi mot s6 dic diém ton thuong ndi soi va phan loai
mo bénh hoc & bénh nhan UTDD. Pdi tweng va phwong phap: Tién hanh nghién ciru trén 58 bénh
nhéan duge chan doan xac dinh UTDD va 116 bénh nhan khong UTDD (nhom chting). Tinh trang nhiém
H. pylori dugc xac dinh bang k¥ thuat PCR. Gene cagA va cac kiéu gene vacA dugc xac dinh bang ky
thuat Multiplex PCR. Két qua: Ty 18 nhidm H. pylori & nhém bénh nhan UTDD 14 55,2%. Ty 1& gene cagA
va gene vacA & nhom UTDD c6 nhiém H. pylori 1an luot 13 78,1% va 100%. Sy phan b céc kiéu gene
vacA & nhom UTDD 1a: vacA s1/m1 chiém 34,4%; vacA s1/m? 1a 50,0% va vacA s1/m1m2 1a 15,6%.
Chung H. pylori mang gene cagA thi c6 nguy co gdy UTDD cao hon ching khong mang gene cagA,
v6i OR = 4,5 va khoang tin cdy 95% = 1,6-12,2. Ching H. pylori c6 kiéu gene vacA s1/ml két hop
v6i gene cagA (+) thi c6 nguy co gdy UTDD cao hon nhiéu so v6i chung kiéu gene vacA s1/m1 nhung
cagA (-), voi OR = 7,1 va khoang tin cdy 95% = 1,4 - 36,1. Ty 1¢ c6 gene cagA cua H. pylori & phan loai
Borrmann ITI va IV 1a 100% cao hon c6 ¥ nghia thong ké so véi ty 16 c6 gene cagA ciia H. pylori & phan
loai Borrmann I va II (46,2%). Ty 1& gene cagA cua H. pylori & UTBM tuyén dng (100%) cao hon ¢ y
nghia so véi ty 1é gene cagA ctia H. pylori & phan loai UTBM té bao nhan (44,4%, p = 0,002) va UTBM
tuyén ché nhay (50%, p = 0,024). Két luin: Gene cagA va kiéu gene vacA s1/ml déu la nhimg yéu t6
nguy co gdy UTDD. C6 méi lién quan giita gene cagA cua Helicobacter pylori v6i cac nhom phan loai
Borrmann va cac nhom phan loai mé bénh hoc theo WHO trong ung thu da day.

Tir khéa: Gene cagA va kiéu gene vacA; Helicobacter pylori; ung thi da day.
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DETERMINATION OF HELICOBACTER PYLORI cagA GENE AND vacA GENOTYPES IN
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Background: H. pylori is the first cause of gastric cancer (GC). However, the role of cagA gene and vacA
gene in GC is still controversial. This study is aimed at determining the rates of H. pylori infection, cagA gene,
vacA genotypes in patients with GC; and evaluating the relationship between cagA gene, vacA genotypes and
endoscopic and histopathological features of gastric cancer. Patients and methods: Fifty eight GC patients
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and one hundred and sixteen non-GC patients (controls) were enrolled. Infection of H. pylori was determined
by PCR. cagA gene and vacA genotypes were determined by Multiplex PCR. Results: The rate of H. pylori
was found in 55.2% in GC group. The rate of cagA gene and vacA gene in GC patients H. pylori positive
were found in 78.1% and 100%, respectively. vac A genotypes sl/ml, s1/m2 and s1/m1m2 were found in
34.4%; 50% and 15.6%, respectively. The risk of GC of cagA positive group was higher than cagA negative
group, with OR = 4.,5; 95%CI = 1.6-12.2. The risk of GC of vacA s1/ml, cagA positive group was higher
than vacA s1/ml, cagA negative group, OR = 7.1; 95%CI = 1.4-36. A statistically significative difference of
rate of cagA positive was found between Borrmann III/IV group (100%) and Borrmann I/II group (46.2%). A
statistically significative difference of rate of cagA positive was found between the tubular adenocarcinoma
group (100%) and signet-ring cell carcinoma (44.4%, p = 0,002), and mucinous adenocarcinoma
(50%, p =0,024). Conclusion: Gene cagA and vacA s1/m1 genotype were both risk factors in GC. A
significative differences of rate of cagA positive were found between Borrmann groups, and between groups
of WHO histopathological classification.

Keywords: cagA gene and vacA genotype, Helicobacter pylori, gastric cancer

1. PAT VAN PE

Ung thu da day hién van con 1a mot trong nhimng
bénh 1y gy tir vong hang ddu & ngudi. Viét Nam
la mot trong nhitng nude cé ty 1€ ung thu da day
khé cao, dimg dau trong cac loai ung thu dudng
tiéu hoa, va thuong khi phat hién thi da ¢ giai doan
mudn nén viée didu tri gap nhiéu khé khan [5]. Vi
vay viéc phat hién sém cac yéu td nguy co nhdm
phong ngira va lam giam ty 18 ung thu da day 1a rat
can thiét.

Nam 1994 T chic Y t& Thé gidi thong bao
Helicobacter pylori 1a tac nhan sé mot gay ung thu
da day [9]. Tuy nhién khong phai khi nao nhiém
vi khuan Helicobacter pylori déu dan dén ung thur
da day, voi sy phat trién cua cac k¥ thuat sinh hoc
phan tir, nguoi ta da xac dinh dugc cac gene lién
quan dén doc luc cua vi khuan nay, trong dé quan
trong nhat 1a gene cagA (cytotoxin-associated
gene A) va gene vacA (vacuolating cytotoxin
gene A). Nhiéu nghién dé cho thiy nhiém chung
Helicobacter pylori mang gene cagA duong tinh
thi c6 nguy co cao gay ung thu da day. Gene vacA
con ¢6 nhiéu bién di di truyén khac nhau bao gom
cac kiéu gene s (s1 va s2) va cac kiéu gene m (m1
va m2), trong d6 kiéu gene sIml dugc xem 1a co
doc luc cao nhat [15]. Tuy nhién, vai tro cua cac
gene nay trong ung thu da day van dang con tranh
cdi. Vi vay, chang t6i tién hanh dé tai nay nham

cac muc tiéu:
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1. Xac dinh ty 1é nhiém Helicobacter pylori,
gene cagA va cdc kiéu gene vacA ¢ bénh nhdn ung
thu da day.

2. Pdnh gid méi lién quan giita viéc nhiém
Helicobacter pylori va cdc kiéu gene cagA, vacA
Vvéi mét sé dac diém ton thwong noi soi va phan

logi mo bénh hoc o bénh nhan ung thw da day.

2.POITUQNG VA PHUONG PHAPNGHIEN
cUuU

2.1. P6i twong nghién ciru

DPbi twong nghién ciru: gdm 58 bénh nhan
UTDD (nhém bénh) va 116 bénh nhan khong
UTDD (nhém chung), dugc chon trong s6 nhitng
nguoi da dén noi soi da day va dugc chi dinh sinh
thiét niém mac da day dé chan doan xéac dinh tai
Bénh vién truong Pai hoc Y Dugc Hué va Bénh
vién Trung wong Hué, tir thang 8 nim 2011 dén
thang 8 nam 2012.

Loai trir nhitng truong hop sau:

- Pa diéu tri thudc diét H. pylori trong vong 4
tuan trude khi noi soi da day.

- DNA chiét tach tir manh sinh thiét khong
dam bao chét luong.

- UTDD di diéu tri tia xa, hoa chat, UTDD t4i phat.

2.2. Phuwong phap nghién ciru

Nghién ciru dugc thiét ké theo phwong phap
mo ta cit ngang c6 déi chung.
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Céc bude nghién ciru duge tién hanh nhu sau:

- Lay mau sinh thiét da day tai phong néi soi
Bénh vién Trudong Pai hoc Y Duogc Hué va Bénh
vién Trung wong Hué, mdi bénh nhén ldy 2 manh
0 than vi va 2 manh ¢ hang vi dé chan doan mo
bénh hoc va luu trit trong dung dich TE.

- Ach chiét DNA tir mdu mé niém mac da day
da luu trir trong TE.

- Thuc hién ky thudt PCR voi cap moi dic
hiéu gene 16S rRNA cua H. pylori dé chin doan
nhidm vi khuan nay. Trinh ty mdi dugc thiét ké bai
Bickley [6]

Hp-F: 5’-AAGCTTTTAGGGGTGTTAGGGGTTT-3’

Hp-R:5’-AAGCTTACTTTCTAACACTAACGC-3’

Thanh phan phan ung gdm 12,5 pl GoTaq

Green MasterMix (Promega), 10 pmol mdi moi,
100 ng DNA khudén mau va nudc cit cho du 25 pl.
Diéu kién luan nhiét: 95°C trong 5 phut; tiép theo
14 30 chu ky, mdi chu ky gém: giai doan bién tinh
94°C trong 1 phut, giai doan gin mdi 52°C trong
1 phat, giai doan kéo dai mdi 72°C trong 1 phit;
cudi cting thém 72°C trong 10 phut. Thyc hién trén
may Applied Biosystems 2720. San phim PCR
duoc dién di trén gel agarose 0,8%, dién thé 80V,
30 phut. Kich thudc san pham 1 109 bp.

Nhiing truong hop c6 nhiém H. pylori, tiép tuc
thuc hién k¥ thuat Multiplex PCR véi cac cdp moi
nham xac dinh gene cagA va cac kiéu gene vacA
voi quy trinh cia Chattopadhyay nam 2004 [8].
Céc trinh tu mdi nhu sau:

Trinh tw moi Kich thwéc DPoc két qua
san pham

Cag-F: 5-GTTGATAACGCTGTCGCTTC-3 351 bp C6 gene cagA
Cag-R:5-GGGTTGTATGATATTTTCCATAA-3

Vacs-F: 5-ATGGAAATACAACAAACACAC-3 259 bp Co6 gene vacA s1
Vacs-R: 5-CTGCTTGAATGCGCCAAAC-3 286 bp Cé6 gene vacA s2
Vacm-F: 5-CAATCTGTCCAATCAAGCGAG-3’ 567 bp Co6 gene vacA m1
Vacm-R: 5-GCGTCAAAATAATTCCAAGG-3’ 642 bp C6 gene vacA m2

Thanh phan phan tng gdm 12.5 pl GoTaq Green MasterMix (Promega), 10 pmol mdi mdi Vacs-F

va Vacs-R, 20 pmol mdi mdi con lai, 100 ng DNA khuén mau va nudc cit cho du 25 ul. biéu kién luan

nhiét nhu phéan Gmg trén. San pham PCR duoc dién di trén gel agarose 2%, dién thé 80 V, trong 2 gio.

Tién hanh tai B6 mén Di truyén Y hoc Truong Pai hoc Y Dugc Hué.

Xtr 1y s6 liéu bang phan mém Medcalc.

3. KET QUA NGHIEN CUU

3.1. Nhiém H. pylori va cic gene cagA, vacA ciia vi khuin & bénh nhan UTDD

Bing 3.1. Ty 1¢ H. pylori va nguy co UTDD do nhiém H. pylori

UTDD Nhém chirng
H. pylori (n=58) (n =116) OR
S6 lwong Ty lé % S6 lwong Ty l1é %
(+) 32 55,2 52 44.8 OR=15
95%Cl =
(-) 26 44.8 64 55,2 0,8-2,8
Téng 58 100 116 100

Nhdn xét: Ty 1¢ nhiém H. pylori @ nhém UTDD dugc nghién ciru 1 55,2%. Su khéc biét vé ty 1¢ nay so

voi nhom chimg 13 khong c6 ¥ nghia thong ké.
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Bing 3.2. Ty 1¢ gene cagA va nguy co UTDD do nhiém H. pylori ¢6 cagA (+)

. UTDD Nhém chirng
Kieu gene - - OR
S6 lwong Ty lé % S6 lwong Ty lé %
cagA (+) 25 78,1 23 44,2 OR=45
cagA (-) 7 21,9 29 55,8 95%Cl=1,6 - 12,2
Téng 32 100 52 100

Nhdn xét: O nhém UTDD c6 nhiém H. pylori thi ty 18 vi khudn ndy mang gene cagA 1a 78,1%, cao
hon cé ¥ nghia thdng ké so v6i nhém ching.
Ngudi nhidm H. pylori ¢6 chira gene cagA thi nguy co UTDD gap 4,5 lan so v&i ngudi nhiém vi
khuan nay nhung khéng mang gene cagA, v6i khoang tin cay 95% = 1,6 - 12,2.
Bang 3.3. Ty 1¢ cac kiéu gene s/m cua gene vacA

2 UTDD p
Kiéu gene — —
So lwong Ty lé %
vacA s1/m1 11 344
vacA s1/m2 16 50,0 p=0,014
vacA s1/mim2 5 15,6
Téng 32 100

Chii thich: Khéng gdp truong hop nao mang kiéu gene vacA s2.
Nhan xét: Su khac biét vé ty 1& gilra cac kiéu gene vacA sl/ml, vacA s1/m2 va vacA sl/mIm2 la

c6 ¥ nghia théng ké (p<0,05). Pic biét ty 1¢ nhiém hai chung H. pylori khac nhau vira vacA s1/ml vira
vacA s1/m2 1a 15,6%.
M12345678910111213M

Cot 12: cagA (+), vacA s1/ml
Cot1,3,8,9,10, 13: cagA (+), vacA s1/m2
Cot 2, 4, 5: cagA (+), vacA s1/mIm2

Cot 6, 11: cagA (-), vacA s1/ml

Cot 7: cagA (-), vacA s1/m2

M: thang chuan 100 bp

Hinh 3.1. Hinh 4nh dién di cac san pham phan ing Multiplex PCR xac dinh gene cagA va céac
kiéu gene vacA
Bang 3.4. Nguy co UTDD do nhiém H. pylori theo céc kiéu gene vacA va cagA

Gene vacA Gene cagA UTDD Nhém chirng OR
cagA (+) 8 6 p=0,018, OR=7,1
vacA si/mf cagA () 3 16 95%Cl = 1,4-36,1
cagA (+) 12 14 p=0,139; OR=2,8
vacA s1/m2 cagA () 4 13 95%Cl = 0,7-10,8

Nhién xét: Nguoi nhiém H. pylori ¢6 kiéu gene vacA s1/ml va két hop cagA duong tinh thi co
nguy co UTDD gip 7,1 1an so v6i nhiém H. pylori ¢ kiéu gene vacA s1/ml nhung cagA 4m tinh,
khoang tin cay 95% = 1,4 - 36,1. Trong khi d6 thi su khac biét vé nguy co UTDD & ngudi nhiém H.
pylori c6 vacA s1/m2, cagA duong tinh va ngudi nhiém H. pylori c6 vacA s1/m2, cagA am tinh khong
c6 y nghia thong ké.
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3.2. Moi lién quan giira gene cagA, cac ki€u gene vacA voi ton thwong néi soi va dac diém mo

bénh hoc
Bang 3.5. Mbi lién quan giita gene cagA ctia H. pylori v6i phan loai Borrmann
Phéan loai Borrmann S6 lwong cagA (+) Ty lé % p
Typlvall (n=13) 6 46,2 0,001
Typ lllva IV (n = 19) 19 100
Téng (n = 32) 25 78,1

Nhdn xét: Ty 1€ co6 gene cagA cua H. pylori & phan loai Borrmann III va IV 1a 100% cao hon c6 ¥

nghia thong ké so véi ty 1¢ c6 gene cagA ciia H. pylori & phan loai Borrmann I va II 13 46,2%.

Bang 3.6. Mbi lién quan giita gene cagA ciia H. pylori véi phan loai WHO

M6 bénh hoc WHO (1997) cagA (+) Tylé % ¢]
1 - UTBM tuyén éng (n = 19) 19 100
_ < = _ p1-2 =0,002
2-UTBM té b,ao nhlan (‘n 9) 4 44 4 p1-3 = 0,024
3 - UTBM tuyén ché nhay (n = 4) 2 50
Téng (n = 32) 25 78,1

Nhin xét: Ty 18 gene cagA (+) cua H. pylori 8 UTBM tuyén 6ng (100%) cao hon ¢ y nghia so véi ty
1¢ gene cagA (+) ctia H. pylori & phan loai UTBM té bao nhan va UTBM tuyén ché nhay.
* Ngoai ra két qua nghién ctru clia chung toi khong tim thdy méi lién quan giita cac kiéu gene vacA

véi cac dac dieém thuong ton ndi soi cling nhu mo bénh hoc.

4. BAN LUAN

4.1. Nhiém H. pylori va cic gene cagA, vacA
ciia vi khuén & bénh nhian UTDD

Ty I¢ nhiém H. pylori

Trong nghién ciru cua chung toi ty 1& nhiém
H. pylori & nhom UTDD la 55,2%. Két qua nay
khong khac biét so voi nghién ciru ctia Tran Thi
Phuong Thao tai Thira Thién Hué ndm 2005 trén
30 bénh nhan UTDD véi ty 1é nhiém H. pylori
la 50% [3] cling nhu nghién ctru tai Mexico cua
Lopez-Vidal trén 16 bénh nhan UTDD véi ty 1€
nhiém H. pylori 1a 38% [11] va nghién ciru cua
Lin trén 167 bénh nhan UTDD véi ty 1€ nhiém H.
pylori 1a 39,5% [10].

Trong khi d6, két qua cua chung t6i thip hon
trong nghién ctru ctia Lam Thi Vinh nam 1999 trén
48 bénh nhan UTDD véi ty 1¢ nhiém H. pylori 1a
66,7% [5] va nghién ctru cua Park nam 2010, tai
Han Qudc, trén 155 bénh nhan UTDD, véi ty 18
nhiém H. pylori 1én dén 88,4% [14]. Tuy nhién,
cic tac gia trén déu sir dung test nhanh (CLO-
test) dé chan doan nhidm H. pylori, nhiing
test nay thuong c6 do dac hi¢u khong cao so
v6i PCR.

122

Ty I¢ H. pylori mang gene cagA

Trong nghién ctru ctia chung t6i, nhom UTDD
va nhom khéng UTDD lan lugt ¢6 32 ngudi va
52 ngudi nhiém H. pylori. Két qua & bang 3.2 cho
thy ty 16 c6 gene cagA (+) & cac H. pylori trong
nhém UTDD la 78,1%, cao hon & nhém chung
(44,2%) c6 y nghia thong ké. Ty 1¢ mang gene
cagA ¢ cac H. pylori trong nhéom UTDD trong
nghién ctru ciia chiing t61 khong khac biét so voi
nhiéu nghién ctru khac nhu ciia Tran Ngoc Anh
1a 80,9% (n =42) [1]; Tiwari: 93% (n=42) [16],
Lopez-Vidal: 72% (n = 16) [11]. Nhu vdy, hau
hét cic nghién ctru déu cho thay ty 1& mang
gene cagA ¢ H. pylori trén bénh nhan UTDD
1a rit cao. Diéu nay phu hop véi cac nhan dinh
cho rang protein CagA 1a mot doc to co vai tro
quan trong trong co ché bénh sinh UTDD [15].

Nguy co gdy UTDD cua H. pylori mang
gene cagA

Két qua & bang 3.2 con cho thdy H. pylori co
gene cagA (+) 1a mot yéu t6 nguy co gy UTDD
voi OR = 4,5 (khoang tin cay 95% = 1,6 - 12,2).
Nhu vy, ngudi nhiém chiing H. pylori mang gene
cagA thi nguy co UTDD cao gap 4,5 lan so véi
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ngudi nhiém ching H. pylori khong mang gene
cagA. Ghi nhéan cua chiing t6i cling phu hop véi
nghién ctru cta Tran Ngoc Anh va cta Nomura,
nguy co do nhiém H. pylori c6 mang gene cagA
trong UTDD ¢ céac nghién ctru cua cac tac gia nay
déu cao v&i OR lan luot 1a 4,7 [1] va 4,1 [13].

Ty ¢ cdc kiéu gene vacA ciia H. pylori

Két qua & bang 3.3 cho thiy gene vacA cua
H. pylori c6 mat 100% & tat ca bénh nhan UTDD
nhiém H. pylori. Tac gia Tran Thién Trung nghién
ctru trén 66 bénh nhan UTDD ciing thay ty 1¢ gene
vacA cua H. pylori 1a 100% [4]. Trong nghién ctu
ctia Tran Ngoc Anh (n = 42) thi ty 18 gene vacA
ctia H. pylori trong bénh nhan UTDD ciing rat cao,
dén 97,6% [1].

Chung t6i da st dung k¥ thuat Multiplex PCR
dé xac dinh cac kiéu gene s/m cia gene vacA ¢ H.
pylori. Két qua cho thiy khong cé truong hop H.
pylori vacA (+) nao mang kiéu gene s2, & ca nhém
UTDD va nhom chimg. Nghién ctru ctia Tran Thién
Trung ciing khong tim thiy truong hop mang kiéu
gene s2 nao [4]. Ngoai ra, nghién ciru nam 2012
ctia L& Viét Nho thuc hién trén 94 bénh nhan loét
da day ta trang ciing cho thy ty 1& H. pylori vacA
(+) mang kiéu gene vacA s2 1a 0% [2]. Diéu nay
cho thiy kiéu gene vacA s2 rat hiém gip trén cac
chung H. pylori ¢ nudc ta.

Cac nghién ctru in vitro cho thiy ching H. pylori
mang kiéu gene vacA s1/ml thi tiét nhidu doc t6
hon so v6i cac ching s1/m2 va s2/m2. Nghién ctu
in vivo cling chimg minh dugc chung m1 thi gay
thuong ton niém mac da day nhiéu hon chung m2.
Chung sla thi c6 lién quan dén tham nhiém té bao
lympho va da nhan trung tinh vao ni€ém mac da
day nhiéu hon chung s1b va s2. Nhu viy, ching
H. pylori mang kiéu gene vacA 1a s1/ml (dic biét
la sla/m1) c6 doc tinh cao hon cac chung mang cac
kiéu gene con lai [15].

Két qua nghién ctru cta ching toi & bang 3.3
cho thay su phan b cac kiéu gene vacA trén H.
pylori nhu sau: s1/m1 chiém 34,4%; s1/m2 chiém
50% va sI/m1m2 1a 15,6%, véi sy khac biét co ¥
nghia thong ké, p = 0,014. Trong khi d6, nghién
ctru ciia Tran Thién Trung cho thay s1/m1 chiém
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ty 1¢ cao hon s1/m2 (63,6% so véi 36,4%) [4].
Nghién ctru ciia Miehlke tai Puc cling ¢6 ty 1€ s1/
ml kha cao, dén 70,6% (n = 34) [12]. Pic biét,
mot nghién ctru ¢ Nhat Ban ctia Shimoyama trén
40 bénh nhan UTDD c6 nhiém H. pylori thi tat ca
déu c6 gene vacA véi kiéu gene s1/m1[15].

Nhu vdy, nhin chung ty 1& kiéu gene sl/ml
trong nghién ctru ctia chiing t6i 1a kha thap hon so
Vi cac tac gia khac. Tuy nhién, ddi véi nguy co
gay UTDD cua H. pylori thi khong chi lién quan
dén gene vacA ma con co su phdi hop véi nhiéu
gene khac, dac bi¢t la gene cagA.

Nguy co gdy ung thw da day do H. pylori co
mang gene cagA két hop cdc kiéu gene vacA

Két qua & bang 3.4 cho thiy, khi nhiém
H.pylori c¢6 kiéu gene vacA sl/ml két hop véi
cagA (+) thi nguy co ung thu da day sé tang lén
7,1 lan (khoang tin cdy 95% = 1,4 - 36,1) so v6i
nhiém H. pylori c6 vacA s1/ml nhung cagA (-).
Trong khi d6 sy khac biét vé nguy co giy ung
thu da day do ching H. pylori c6 kiéu gene vacA
s1/m2 két hop véi cagA (+) so véi ching H. pylori
c6 kiéu gene vacA s1/m2 két hop voi cagA (-) 1a
khong ¢ ¥ nghia thong keé.

Tac gia Tran Thién Trung ciing c6 nhan dinh
ching H. pylori c6 mang gene cagA va gene
vacA sl/ml thi c6 nguy co cao lién quan dén
bénh UTDD vo6i OR = 2,118 (khoang tin cay
95% = 1,094-4,1) so v&i ching H. pylori c6 cagA
(+) va vacA s1/m2 [4].

Nhu vay, nghién ctru ctia chung toi cho thay
viéc két hop gene cagA va vacA s1/m1 cua H. pylori
13 mot yéu td nguy co gdy UTDD rét cao, diéu nay
phtt hop véi cac nghién ciru vé tinh chét sinh ung thu
clia céc doc td cagA va vacA tuong tng.

4.2. Méi lién quan giira gene cagA, cac kiéu
gene vacA voi ton thwong ndi soi va dic diém
mo bénh hoc

Méi lién quan giiva gene cagA véi cdc phin
logi Borrmann

Trong nghién ciru ctia chiing t6i cho thiy c6 mdi
lién quan gita ty 1¢ gene cagA véi cac nhdm phan
loai Borrmann & bénh nhan UTDD ¢6 nhiém H.
pylori. Ty 1¢ gene cagA cua H. pylori ¢ phan loai
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Borrmann typ Il va IV 1a 100% (n = 19) cao hon co6
¥ nghia thong ké so véi ty 16 gene cagA & phan loai I
va Il 1a 46,2% (n = 13). Nghién ctru cta Lin (2004)
trén 58 bénh nhan UTDD mudn co ty 1€ kiéu gene
cagA ¢ nhom Borrmann typ III va IV la kha cao
82,6% (n = 23), trong khi d6 & nhém Borrmann
typ [ va Il thi chila 71% (n=25) [10]. Su khac biét
vé ty 18 H. pylori c6 mang gene cagA trong nhom
Borrmann typ III va IV gilta nghién ctru cua ching
t6i va cta Lin 1a khong c6 y nghia thong ke.

Moi lién quan giita gene cagA va kiéu gene
vacA voi phin logi mé bénh hoc WHO

Két qua nghién ciru tai bang 3.6 cho thiy 100%
H. pylori nhiém ¢ UTBM tuyén dng déu cé gene
cagA. Trong khi d6 ty 1€ gene cagA & cac UTBM
té bao nhan va tuyén ché nhay thi kha thip, lan
luot 12 44,4% va 50,0%, su khac biét vé ty 1¢ gene
cagA giita UTBM tuyén 6ng va UTBM té bao
nhin ciing nhu v6i UTBM tuyén ché nhdy 1a co y
nghia thong ké (p<0,05).

Nghién ciru ctia chiing t6i khong tim thy moi
lién quan giita cac kiéu gene vacA véi ton thuong
ndi soi theo phan loai Borrmann va phan loai mo
bénh hoc theo WHO.

KET LUAN

5.1. Ty 1& nhiém Helicobacter pylori & nhém
bénh nhan ung thu da day 1a 55,2%. Ty 1¢ gene
cagA (+) ¢ Helicobacter pylori trong nhém bénh
nhan ung thu da day c6 nhiém vi khuan nay Ia
78,1%. Tét ca cac chung vi khuan Helicobacter
pylori nhiém & nhom ung thu da diay duoc
nghién ctru déu c6 gene vacA. Su phéan bd cac
kiéu gene vacA ¢ nhom ung thu da day 1a: vacA
s1/ml chiém 34,4%; vacA s1/m2 1a 50,0% va
vacA sl/mim?2 1a 15,6%.

Ching Helicobacter pylori mang gene cagA
thi ¢6 nguy co gay ung thu da day cao hon ching
khong mang gene cagA, voi OR = 4,5 va khoang
tin cay 95% = 1,6-12,2. Chung Helicobacter
pylori c6 kiéu gene vacA s1/m1 két hop véi gene
cagA (+) thi c6 nguy co gdy ung thu da day rat cao
hon so v&i chung kiéu gene vacA s1/ml nhung
cagA (-), voi OR = 7,1 va khoang tin cdy 95% =
1,4 - 36,1.

5.2. C6 mdi lién quan giita gene cagA cia
Helicobacter pylori voi cac nhém phan loai
Borrmann va cac nhom phan loai m6 bénh hoc
theo WHO trong ung thu da day.
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