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DJt v,n d�: Da hinh C677T tren gene MTHFR la m<)t y�u t6 nguy ca cua nhi�u b�nh ly khac nhau. 
DS tai duqc thµc hi�n nhfun cac ID\lC tieu: (1) Hoan thi�n ky thU?t PCR-RFLP vm c�p m6i tµ thi�t 
k� d� xac djnh da hinh C677T tren gene MTHFR. (2) Xac djnh ty 1� cac da hinh t�i vj tri 677 cua 
gene MTHFR tren nh6m nguoi tinh nguy�n. D6i hrQllg va phtrong phap nghien.cfru: Tach chi�t 
DNA tir mau ngo�i vi cua 60 nguoi ti$ nguy�n. Thi�t k� c�p m6i bfulg phfui m�m FastPCR va 
hoan thi�n ky thU?t PCR. Chufui h6a phan ung ciit bfulg enzyme Hinfl, ki�m chung k�t qua bfulg 
phuang phap xac djnh trinh tµ. K�t qua: Da thi�t k� duqc c�p m6i cho phep khu�ch d�i do� gene 
MTHFR chua vj tri da hinh 677 va luon c6 m<)t vj tri ciit biit bu<)c (lam chung n<)i). Phan ung ciit 
chi cfui dung 0,5 µl Hinfl (10 U/µl). Ty 1� 677CC la 71,67%; 677CT la 25%; 677TT la 3,33%. K�t 
luin: Da hoan thi�n thanh cong ky thu�t PCR �RFLP d� xac djnh da hinh C677T tren gene MTHFR. 
Tir kh6a: Da hinh C677T, gene MTHFR, PCR-RFLP. 
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Ha Thi Minh Thi, Nguyen Thi Nguyet Minh, 

Le Thanh Nha Uyen, Nguyen Viet Nhan 
Background: The C677T polymorphism of MTHFR gene is a risk factor of many diseases. This 
study aimed to: (1) improve a PCR-RFLP process with the own designed primers to identify the 
C677T polymorphism of MTHFR gene. (2) Evaluate the prevalence of the C677T polymorphism 
of MTHFR gene in volunteer group. Materials and method: DNA samples were extracted from 
peripheral blood of 60 volunteers. Designing primers by using F astPCR software, then improving PCR 
technique. Standardizing the optimal conditions of restriction digest by Hinfl. Confirming the results of 
polymorphism by DNA sequencing technique. Results: We designed successfully primers to amplify 
fragment ofMTHFR gene including C677T polymorphism and an obligatory restriction site of Hinfl

(as internal control). 0.5 µl ofHinfl enzyme (10 U/µl) was enough for restriction digest. The MTHFR 
genotype frequencies were: 71.67 % (677CC); 25% (677CT); and 3.33 % (677TT). Conclusion: We 
standardizedsuccessfullyPCR-RFLPtechniquetoidentifyingC677TpolymorphismofMTHFRgene. 
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1. BJTVANBE
Tu gifra th�p nien 1980 va d�u th�p nien 

1990, cac nghien cuu cua nhiSu tac gia nhu 
Boers, Genest, Clarke,.:. da cho th�y tang 
n6ng d9 homocysteine trong mau la m9t ySu 

t6 nguy CO' cua cac b�nh ly vs m�ch mau nhu 
b�nh m�ch vanh, tile m�ch nao va d(mg m�ch 
ngo�i bien °[2], [3], [5]. Cang ngay nguai ta 
nh� th�y SlJ tang n6ng d9 nay con lien quan 
dSn r�t nhiSu b�nh ly khac nhau nhu s�y thai 
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